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FIG. 7. S1 nuclease mapping of 3’ end of RNA. Total RNA from
, } — Bhsdp TaHite ~ either cholic acid-induced or uninduced Eubacterium so. strain VPI
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== - 1132 bp insert T .
) f— - e - 12708 was hybridized to a 798-bo EcoRI (E)-Sphl (Sp) fragment

containing 786 bp of the Eubacterium sequence plus 12 bp of the

pUC19 multiple cloning site (A). The hybrid was digested with S1
nuclease (see Materials and Methods). and the product was run on

| a polvacrvlamide gel containing 8 M urea. Standards were the

98-bp piece and a 383-bp EcoRI-EcoRI fragment (A). After elec-

trophoresis, the protected species were denatured in dilute NaOH.

electroblotted onto a Nvlon membrane. and hvbridized to 5’-end-

labeled (1>2PI1T4 kinase reaction) svnthetic oligonucleotides (dark










