Ch
TN T T T W N NN VN TIT TN W 7T W )

Y7515 N
Drwie v WP R AR g yraty ikl i s
-1
11 N | [ |
i BPHI_N
(gt spipmmyiapigny vt v L A ATy o s
-1
|1 1l 11 [ | I [
1 CWR22Rv1_N
El"‘“;‘— » — - ” e e WowIRPo =t | — L s Sl aiebin Al "
-1
| | 1 1 1111 [
DUI45_N
D, pen—— / . e y " £
i i e s e i ; e W
-1
I —— 1 | |
EMDGAA_N
[0 it AT W e gtk TR et orrh s " PO STV T P e,
-1
I | 1 | | |
: LAPC-4 N
Qb Sl L —r T e s =
-1
[ | | |
1 LNCaP_N
oy oty ” -
-1
| | 1 | | |
PC-3_N
o e VO W e LW
3 f
| 11 | I H |
PC-82_N
1] e e e T ™ ———
-1
1 | 1 1 | § | I | I
i PriiC N
a
-1
| 1 1 11
1 VCaP_N
1 s A il A ; ﬂpﬂJ =ity =S
Ve T e ]rinfm
K .
| 1 | 11 |

Figure W1. Maps of DNA copy number alterations and LOH generated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed log, ratios of Nsp probes. Blue bars superimposed on the yellow bars
represent LOH likelihood with the gradients as shown in Figure 1. Red arrows indicate DNA copy number variations.
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Figure W2. Maps of DNA copy number alterations and LOH generated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed log, ratios of Nsp probes. Blue bars superimposed on the yellow bars
represent LOH likelihood with the gradients as shown in Figure 1. Red arrows indicate DNA copy number variations.
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Figure W3. Maps of DNA copy number alterations and LOH generated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed log, ratios of Nsp probes. Blue bars superimposed on the yellow bars
represent LOH likelihood with the gradients as shown in Figure 1. Red arrows indicate DNA copy number variations.
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Figure W4. Maps of DNA copy number alterations and LOH generated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed log, ratios of Nsp probes. Blue bars superimposed on the yellow bars
represent LOH likelihood with the gradients as shown in Figure 1. Red arrows indicate DNA copy number variations.



1 975E_N
Ope o 2 e e s Sy e
g
1 | 1
1 BPHI_N
[:1:'4 “_l- e pri ke a ‘I. fala Ry P e "_.
R !
| | ml | | I |
1 CWR22RvI_N
WSRO —— = 2 == s = b ks
A
[ |
1 DU145_N
B st i . P o g s e
-
11
EDO6AA N
— — ""w.w g —— S g A Ay ok
g
[ 11 .
1 LAPC-4_N
gmm il -, NP B =
4
| | | |
LNCaP_N
Dvew o :-'J....- . e n " b
A
| | | | =]
PC-3_N
1 _
g
I 0 | H/Eml N || NN BN ERRIDND
PC-82_N
5::-—* - s ety oA s v
[ I | HNA | | H N
PrEC_N
n I e r e AP m bR AN AP gl oMot
4
| | | |
] VCaP_N
4
| | N | 11 |

Figure W5. Maps of DNA copy number alterations and LOH generated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed log, ratios of Nsp probes. Blue bars superimposed on the yellow bars
represent LOH likelihood with the gradients as shown in Figure 1. Red arrows indicate DNA copy number variations.
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Figure W6. Maps of DNA copy number alterations and LOH generated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed log, ratios of Nsp probes. Blue bars superimposed on the yellow bars
represent LOH likelihood with the gradients as shown in Figure 1. Red arrows indicate DNA copy number variations.
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Figure W7. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1)to X (WX) in prostate cell
lines. Logs ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the leftas 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W8. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Logs ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the leftas 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W9. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1)to X (WX) in prostate cell
lines. Logs ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the leftas 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-

ure 1. Red arrows indicate DNA copy number variations.
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Figure W10. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W11. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the leftas 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W12. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W13. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Logs, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W14. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W15. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W16. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W17. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Logs, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W18. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W19. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W20. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure W21. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.

Ch22
975E_N
1] S A
1
RPHI_N

CWRZ2Rvl N

DUI45 N

LNCaP N

PC3 N

N
PC-82 N

PrEC_N

VCaP_N

Figure W22. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Log, ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the left as 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.
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Figure WX. Maps of DNA copy number alterations and LOH gener-
ated by CNAG2.0 for chromosomes 1 (W1) to X (WX) in prostate cell
lines. Logs ratios (horizontal dotted lines) are labeled for each of the
chromosomes on the leftas 1, 0, and —1, with 0 being the baseline
(light blue). Dark blue curve indicates 10-SNP genomic smoothed
log, ratios of Nsp probes. Blue bars superimposed on the yellow
bars represent LOH likelihood with the gradients as shown in Fig-
ure 1. Red arrows indicate DNA copy number variations.



