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Following publication of the original article [1], In the Funding of this article the grant 
number relating to Zhejiang Provincial Natural Science Foundation of China was incor-
rectly given as Q21H150018 and should have been LQ21H150006.

The original article has been corrected.
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The original article can be found 
online at https://​doi.​org/​10.​1186/​
s12938-​022-​00976-x.
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