
12 public GC datasets were 

identified

HMU-GC dataset was combined 

with the 12 public dataset

Using the ComBat algorithm GSE15459

HMU-STAD

TCGA-STAD

2019 patients were included in 

the meta-GC cohort for analysis
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8 main DDR sub-pathway and 

the DDR signature curation

Construction of the DDR 
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DDR pathway profiles and 

clinical outcomes
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Functional features

WGCNA and gene enrichment analysis

GSEA

Genetic features

Immune features

Drug response features

TIDE score

oncoPredict IC50 value

somatic copy number alteration

somatic mutation profile

ESTIMATE  score

MCPcounter analysis 

pathology whole-slide images
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Filtering samples with OS < 90 days

Using the ssGSEA algorithm
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Integrating the DDR signature with clinical factors

GSVA

Submap analysis
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