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In the original version of this article, there is a typo in
Fig. 1. The number “327” is actually “326” The corrected
Fig. 1 is given below.

The original article can be found online at https://doi.org/10.1186/s12903-
022-02346-4.
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In the original version of this article, there is a typo
in the legend of Fig. 7. “A-B Knockdown of LINC02147
promoted cell proliferation of SCC-9” is actually “A-B
CCK-8 assay showed that knockdown of LINC02147 pro-
moted cell proliferation of hBMFs”.
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Fig. 1 Workflow of this study. DEmRNAs, differentially expressed mRNAs; DEINcRNAs, differentially expressed mRNAs; OSF, oral submucous fibrosis;
OSCC, oral squamous cell carcinoma; GEO, Gene Expression Omnibus; TCGA, The Cancer Genome Atlas; WGCNA, weighted gene co-expression
network analysis; GSEA, gene set enrichment analysis
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